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imm&i mmm 

H#»3f*©*H3 

[»*«2] »#JBiffi«©gB5tfcn- FtSD NA, 
[ft 3 ] IB#I## 1 IB«©*I6BB W & # £ 2 mm<0 DNA, 

[fff#3g4] ff^3gB«©&SIB#Jfre>&<5DNAtx hU >2?x> hfc 
^-jc^A^f ^fy ^XtSDNA. 

[ff^5] ff:£^2~4fB«<DDNAfc^#-£:;fr*>&£&B^;3. / <? 

9 ] |f 2-4 DNA ilffi«»«itfi3SB^I©-W 

y ^5?^ l^^r^- k. 

[f#S10] ff:£Jg8£J:tf9fa*©*y^:2*l'#^K&^T, ft* 
^lEi©Seift5i5©mRNA?:ta}t5^. - 

[i^n] if#«8fej:t]f9flB«©*ydr5i^u*^K&*tf, ua 

[§^12] »*3S8feJ:tf9fla«©*ydr5i^l/*^K«:fflv^T, 3ff* 
l 4 ] Sf l j*tc#J^lc£J£'**#t#. 
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[0 0 0 1] 

DNA£;raMl$&Sfem^S:7^V-£ffl^fcMgB5K, mRNA£<i:tf 
DNAOD^ffi^ &*>mci g AW5Ktf)^llT£J:tf^JCK-r&o 
[0 0 0 2] 

©W^JfefcLTttftfc^fc©"*?**. t>tf>15~30% 
tt^t^^tf^^tS. b#Lfc#&, IgAW&<Z>£J»©JKHfcJ:*;£* 

» & £fc U *1*->3^A{C£#S Is AftSHJtettOifc* &&«^ttSfe#K: £ »; 

[0 0 0 3] 

IgA fSolfT tt»50%©s#!I*ejfa I *» ig a ©tetfis v> r £ 

StlTV^ D^-f *?—VX • • if • ^ K— — (Diseases of the Kidney)^ 5 
JR(1993), »-7P>(Nephron)29, 170(1981)] „ ]fe?|l4»©IgA©££ttB*l|J6# 

TiniiBJcjfcv^T, -tf>r h*>r>T'fes^>^-n>r^r>4, >f >#-n>r *>5 

. >f — D>f ^>r> 6 $>SV\|iTGF - 0 (transforming growth factor-/? )<D 

A/ - -4 l±J D S?— (Clinical & Experimental Inmuonlogy) , 103, 125 (1996), 
^ |f- — • >f z/% —f-t/ 3^- ;i/ (Kidney International), 46, 862 (1994)] , 5fc 
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mVy^m^^t. >f >f^';>t*fe5VLA(very late activation) - 4 £ 
<ktfVL A- 5#<fc y3£<?£teflSbTV%6fcV^$g£ ^7 0 0^-, 
*/vU h^>^^^>-r— ^ 3 y (Nephrology, Dialysis, Transplantation) ,10 
, 1342 (1995)] tffcStlTV^o ZLtlbO Z. IgA^£«&g^©IIS 
ICJ: »J IgA©jg£#i©fJi:fc l .K liil^OIgA&j&^tttf&^MCtfc^U J £ 

I g AW&©KBJCoV**C©#ftH:fcV*„ 
[0 0 0 4] 

[#8$ b j: o t •? z> mmi 

[0 0 0 5] 

mm & MVkt z> tz. & (o^m 

©SfifSn- KfSDNA, IB^J^lfB^^ia^J^^^'&DNAtfe^ 

r ti e> f,ftsDNAt^hu>^x>b ft^ftTTA>f •? y x 

[0 0 0 6] 

*«!J!©DNAfeJ:tffKDNAi:«*l»J&«t3lffl5!I©— 

y =r 5? * i/*^ F, «*. «IB#I## 6 £ «fc 7 aa*©* y :J s * i/**- F * JB 

*^W©D N A 33 .fctfmD N A 4:ffi*tttfc&MB#l<Z>— 
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tf I g AW5£©?&^^BSi"So 
[0 0 0 7] 

[0 0 0 8] 
[ftlS(Dggj£<Z>;&])R] 

[0 0 0 9] 

#3fci8<Z>g83>t&=i- K"f SDN Ajctt, —Mlc 1 y^ic^f bT^tJt 

M i" S D N A if % -g- * ft £ o 

, *3c, #A«x5VMi#i0J&h*(D^M^-^mJ^±#A$4xfeDNAT% ®2#I# 
#HB«©^gH?ll5:^-rSDNA^fel±^<D»T>T-&^ , n--/i:bT, 

— • ? n - — >^ : T • MJ — • V— a7 ;i> (Molecular Cloning 

, A laboratory manual), g|2J& i^ry^A/V 9 (Sambrook), 7 y y ^ (Fr i tsch 
), v-T^^(Maniatis)mS> K • X^U y ? • A-A*- • ^Jff^ h U 

— . ^i/^(Cold Spring Harbor Laboratory Press) , 1 9 8 9 ^PJ] , J6*T. 
^El/^oL^- • VU- — yf : 7 ' h U - • ~?—=l7JV ^2JK£«&iB-r 

«] KL«fci)#£>tl<5DNA 3£m~$~* 
[0 0 10] 
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>f > • tl/^a^- * ^WtfOS? — (Current Protocols in Molecular Biology 
) . t^>M~34 (Supplement 1~34) [ 7 # ^MAusubel) . ^"1/ 
>h(Brent) , ^> h >(Kingston), A — T (Moore) , -fe-f KV> (Seidman 
) , *^*(Saith) . *y-MStruhl)8g^ yiJ->-;WS/>^-7V2/ 
X>f V - yy K • #x>f U — >f — X>;* (Green Publishing Associates 
and Wiley-Interscience)^, 1987-1996 ^fR> ^Jl/>h'^nb3- 

[0 0 11] 

yi/>f^ [FEBSl/*-X (FEBS Letters) 351,231(1994) ] &JBV*TV*<&. 
-C>^tS^T^5. "tfcfcfc, ^»^ftffiUfc£RNA&SV^imRN 

^^^cfi^sv^tt^t-s«T^a^©cDNAit$i»^^^#•rs^ 

T^So H^tC. h©*4Mfc$xa>f KJWliS#KG-lJ:y cDNA5>f^y- 

£*H£iU fc&frCA#*n->©cDNA©£ft££IBW«:8fc}£U 

vUb"T S„ %<D#<D * U L £ c D N Aig$S»TJi ^ JcfiSSJ*!©-^ 

[0 0 12] 

I g A J: A© fi Jft## N A JrllllltS^i: 

bT&, ft^7^i^7-^>-h'J7^n»iti/7Ai [Methods in E 
nzyol., 154,3(1987) ] , * fc£RN Aj* & aKU (A) + RNA&*HltS^ 
fcLTtt, *'J5 (dT) @^>ffc-fe>n/D-^*^A^ l^3f zl^- • *n- — 
y>f:T' 7^7h'J- * 7ia7^/ (*2jR) ] feiftf&tf e>*l5. I 
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g A Wfi! B#<Z> S I» «fc t^if A© B Jfa^fr m R N A & USSf & 3f y h £ b 
TIZ, 77-^ h • h 9 V 9 ' ">RNA • 7>f yi/-^a> • h (Fast Track m 
RNA Isolation Kit; >f > \Z h n ^a: >*tfg) > 9 -4 V 9 ' ~f \s V~3 ' mRNA • tfrr 
ij7>f >!r — i/a> -^-yh (Quick Prep mRNA Purification Kit; 7r^7i/7 

[0 0 13] 

i gAW5Sijm#©ejiii^^<j:tJ t ^A©ajfli^^e>^aibfeRNA*>e>, t> 

£ b T > ii - ^ >f v - £ teM? 1 ? -4 T - £ £ ffl v^ T P C R£j£ £ff 

00 7>X--7^4^- £.1*. ^$Py*m<. 7f->, ^r— >&<&V*ttS/ 
hi/>(D*V35l# U;T^K&, mRNA© 3' ^SgjJf U Agg#|lC^&f S^" U 
□Td TK^J©3'5fc3glCtf;&Dl,£:^>f V--e&£ 0 ttt7 e 7-f7 - LTli, # 

ail© c dn AammzMLTmmis. ■fr-D-m<z>fcfaT*&m<D c dn A^m 

^■^iSit^tSt'J =f5?^ l/tf^ K#JSV^*U ^"U F©S 
$ £ L T telomere £ LV>„ 
[0 0 14] 

-esMfc&m-rsziiitcj: »j c DNAmmmK<DikMrtz z>o i g 

AW^B#©&ifil^T?©^i|@#Jt.£*l& c DN A^r&^fr^lllJKU 
DNA^ipSl^/t&^#-ic3fi*&^ 3tmfflV%e>tlS^»iH^*f^, fx. 
{iSanger^©^^^ 1 ^^ [Proc. Natl. Acad. Sci. , U.S.A. ,_74, 5463(1977) 

1 mz£-oT#ffi-tZZL£lZ£ *J. WiDNA<Dl&mmm*:®:l£-tZ>Z£tfX*gZ> 

o 

[0 0 15] 

DNA»T^5:0^^^^-i:bTtt, pDIRECT iJi 9 y 9 • 7^7 K 
. -^(Nucleic Acids Research) 18, 6069 (1990)} , pCR-Script Amp SK( 

+) iXh^ZV-yftm* X h5fy- X (Strategies), 5, 6264(1992) ) „ pT 
7Blue (J Ay-yftM) * PCR II [>f >l£ Kn $?:c>tfcSU ;W*f?;Dy 
- (Biotechnology) ,_9, 657(1991)) , pCR-TRAP (*; — > A> # — ttSD fc.fctfp 
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NoTA T? (5^7>f^3^7'fAlti) fciftf&tf e>*l£„ 
[0 0 16] 

cDNA^H ftf^bfccDNAif^tf&^n-^ilbT, cDNA^>f 

So ^^©j^ic &e>^c«)cDNA^>r^^y-$:#sib, 

[0 0 17] 

3.9- . ^a-ns?-, h 1 ~3 4^izmm^nr^m. fesv^iru 

mo*v K WA«x-;\-^i"J^h • 5 K • - 7* - • cdna 

• i/y-ti/T. • yy K • ~f^^^. K * ^ n — — > (Super Script™ Plasmid S 
ystem for cDNA Synthesis and Plasmid Cloning, ^ n V — XQM) 

jpjtf xy ^-cDNA • • h [ZAP-cDNA Synthesis Kit, X VtZV — 

y (Stratagene) *±lg] fcJSVN^&fcif tf&tf £>*l5o 

[0 0 18] 

ffilfcmRNA?:iitUt^lfccDNAS:I*a^^-H IcDN 

A&jffi»&i&5^?#-T&;ntfv^&st><£T**>Mv>5;i ttfT-gz. mz.it 

, ZAP Express [X h ^ -5^ -X (Strategies)^ 58 (1992)] , pBluescript II 
SK(+) (5* 4? W *y # • 7S/y K • U -9" — ^(Nucleic Acids Research) 17, 949 
4 (1989)] , ^ zap II U^7^^->TO . *gtlO, /Igtll [DNA *P-- 

y . ^t°^ # >f # ;i/ • y-fu— t^(DNA Cloning, A Practical Approach), 
Vol. 1,49 (1985)] , Lambda BlueM id (9 U-yrV VftM) . XExCell, pT7T3 
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18U (^T^ve/TttiS) . PCD2 (=E^a5--7>K't^-'^t 
n^-(Mol. Cell. Biol.)^, 280 (1983)] fc£tfpUC18 [*;- > (Gene), 33, 
103 (1985)] ^tfJgV^tl&o 

[0 0 19] 

^ #-&c«fc y=KiSSS*i* c DN A^^fy^U -ZMA-fZizMMt. bTli^ 
cDNA7>f^'J-&SA, »3S^J:tf«^***j©T?*tl«V^<fcS%© 
TffcBV^ifctfTffc*. fcfc*.tfXLl-Blue MRF' [* b 9^ (Strategies 
), 5 , 81 (1992) ) , C600 ($?:r*^>f y * X (Genetics) , 39 , 440 (1954) ) 
, Y1088 , Y1090 [^>fx>* (Science) ,_222, 778 (1983)) , NM522 ($»- 
Tfr' *~f- =El/^a7- • A>f*PS;-(J. Mol. Biol.),_166, 1 (1983)) , 
K802 • • ^ l/^ra7- • ;W*n^-(J. Mol. Biol.), _16 1 1 

18 (1966)) *SJ:tfJM105 ( ^ - > (Gene) , 38, 275(1985) ) *tfJBV^n«. 

[0 0 2 0] 

V — T?PCR$:fT^5'-RACE (rapid amplification of_cDNA ends) £ <fc t£3' 

-RACE l'7ui/—7 : 4yyx • iff • if • • TA-rS- • • 

i?->f • • if • USA(Proc.Natl.Acad.Sci. U.S. A) ,85,8998(1988) ] IC J; 

[0 0 2 1] 

cDNA7>f^7y-A % ?)©cDNA9n->©Mfcttli, T^fV 

>5 ^ HJ _. Y -^ ^2js] tctywrr ^ 

^>fV-£M§SU JKU(A) + RNA feSV^^imRNA*^f)^bfecDNAfe5 
> (PCR) & [*El/*a9- ' ^n-->^ : T " b U - • VX^7;i> 

(3I2J&) . xuyh - -fn >f > • =6^9- • /W*n$>-, 

8 ffif£#^ 09-3095321 
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[0 0 2 2] 

, pBluescript KS(+) UM?^->tt» KC^n--^ 
, a«»V^&n*«»BSW«Wf*fc «^.tfSaiigere,©^**S/« tP roc - Na 
tl. Acad. Sci., U.S.A., 74, 5463(1977) ] *K**X*fT**ZllK*V. tt 

[0 0 2 3] 

fe»*-«**>«>-c**i«* nf*n?%*^. 11^^^ xs/xuiir-a 

U ( Escherichia coli ) . • ( Bacillus subtil is ) , A 

W-75D'J?X77^*^ (Bacillus amy lol iquefaciens ) , 
97V9J*-y?XJ* ( Rrevibacterium flavum ) . ^1/ tfA*T" U 9 A • 9 * 
b77-^>fiA ( Brevibacterium lactofer men turn ) , 

( Corynebacterium glutamicum ) , ^^n;^f'J^A- T>=e 
- 77yf ^ ( Hicrobacterium ammoniaphilum ) f®Ii/x'Jt7E "fe^*" 

c^romvces cerevisiae ) , J/^*a?«^^ ( Schizosaccharo 
„yces pombe ) , ^ij 3 >f^§W5W ( Kluyveromyces lactis ) , 
HJ3X#n>-^>X rTrirhoMoron pullulans ) , S/a!7-*5« 
. y;^** ( Sr.hwanniomvces alluvius ) IMMMSfcLTtt 

9 ffil£4#¥ 09-3095321 
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optera frugiperda(DlP#mT*$><5 S f 9, Sf 21 IX* a. U )IX • <i 
^^U<r>3> • r - "yif^ hV - • V-;iy;i/(Baculovirus 

Expression Vectors, A Laboratory Manual), * 1/ U - (Oreilly) , 
(Miller), )V - 3 ? (Luckow) if, ^'Ja- • J>ff • 7'J-7> ' 7>K« * 
>/1^-(W.H. Freeman and Company) , ~ 3.-3 — # (New York), 1992^f& (&> 

V— nT^iliB-r) 3 , Trichoplusia ni ©IPittlftTf* »J > 77-5>S?i> ( 
Pharmingen) High5 £ It rf5g££ *lT V*STn5 

[0 0 2 4] 

o 

MS, #9iLtfx5/xU HT • ( Escherichia coli ) ZffilZfflf&t. btffl 

o 

[0 0 2 5] 

»^^*-ilbTtt, pKYPIO (#H§Hg58-110600 ) , pLS 

Al [y^y 3-9/1/ • T> F • ;Mtn^;V- X h V -(Agric.Bio 

l.Chem.), 53,277, (1989)3 , pGELl [Proc.Natl.Acad.Sci. , USA, _82, 4306, ( 

1985) ] ^##v>e>n5o 
^ n # _ t i,x izmm^m^mm^x-n^x^^^cDr^tiit^-r 

*l&JBV>TfcJ:V\, ffi|;t«U trp ^n=E-^~ (Ptrp ) , lac 7°n^-^- ( 
Plac), T7lac ^a^E-*-, PL^d^E-*-. P R^n^E-* -fc£© 
, ^JBft^^T-^tffiJfei-S^O^-^-^ffl^&tlft. Ptrp &2oE#J 
Siifc^O^-*- (Ptrp X2) , tac # -© J: 5 ICA^&C^ff-Sfc 

[0 0 2 6] 

ij7Ky-A^SB^Ji:LT«, */vjy-#Jl/iSJ (Shine-Dalgarno) B>£| ( 
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&X) KiSfgpLTJgv^-^aW^bv^ 

[0 0 2 7] 

&*Ui, #;i/$/?,k>f;*>&J8V*S#£S [Proc. Natl. Acad. Sci., US 

A, 69, 2110-2114 (1972) ] . h^Xb^ (#H§Hg63-2483942) 

[0 0 2 8] 

mm^m^.mmtvxm^^m^Kit. ye p 

1 3 (ATCC37115 ) , YE p 2 4 (ATCC37051 ) . YC p 5 0 (ATCC37419 ) ^ 

Tfc^v^ . Wittf, i?«©#tt*©*e^©:7n^--#- 
, gal i ^n^-^-, gal lo^n^e-*-, t-hS'sv^SBR^n^-* 
MFai ^n^-*-, cup i ^n^-^-Sftf&tf&ti*. 

[0 0 2 9] 

mm^ommz.'* * * - omA^m nLxtt. mmz dna At- * #&-e 

fctltf, Mittf, ail/* M3sKl/-S'a>S6 [Methods. Enzynol . ,_194, 182-18 
7 (1990)] , ^^ain^^Xb^S [Proc. Natl. Acad. Sci., USA,_84, 1929-19 
33 (1978) ] . »flftU [J. Bacterid., 153, 163-168 (1983)] V^ 

•r ti © # m % JB V ^ £ tl £ o 

[0 0 3 0] 



ttifE^ 5 ? 09-3095321 



8-325752 



AGE 1 0 7 [#H§5p3-22979 ; b"r9 J a V- (Cytotechno logy) ^3, 133, ( 
1990) ) , p A S 3 - 3 (#gg^2-227075) , P AMoERC3Sc, pCDM8 C 
% A 3- * - (Nature) ,329,840, (1987)], pcDNAI/Amp, pcDNAI 

[0 0 3 1] 

«V**C%J:V*#* MZ-li* V<< h*i?UVJ (CMV) ©IE (immediate ear 
ly) Stfc^-CD^n^-*-, sv40&sv>&*#n^;**>f ^coya^-*-^ 
&tfe>*l&. t hCMV(DIE^^^-CD3i>7N>-9--S:^'n ; E-^-i:i: : b 

[0 0 3 2] 

mmmm^oMWiZ- * * # - ^mx^m tun miMfls icdna a-t 

S^^T'fetl^, xl/^ hn>Kb-S/a>l56 [Cytotechno logy, 3, 133 

(1990)] „ VyW.fl frtsV^m (#^2-227075) , V tf? * 9 a y& [Proc 
. Natl. Acad. Sci., USA,_84i 7413 (1987)] ^ V\-f *l©:£8;=kJB VM*>*l£„ 

• <iy • ti/^a7- • /t>f:*n$?-, t^>M-3 4, A^pan^'fW 

& WBkZM&fr&K* V Z - £ J: :a n ^ £B&*fflB&K&#A L TI 

J»K:*S!sSii\ ^>;t^fMMM?:®#t5 0 
[0 0 3 3] 

mfc^-MA'* 9*-£L-Ci*. mXH. P VL1392, P VL1393 % pBlueBacI 1 1 ( 

ographa californica nuclear polyhedrosis virus) &£#£JV*£>*l&o 
[0 0 3 4] 
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(#^§¥2-227075) „ y 3j<-7ji^i/3>^ [Proc. Natl. Acad. Sci., USA, 84, 
7413 (1987)] ^#/S^e>*l<5o 

♦tfWISSftTfcy, Vvf*l©#ffi%ffiV*<5;i*:#T?£a. $J*.tf, J. Sambroo 
k et al. (^lx^pa.^- • * n -->y«2 fit) KIS*SftTV*<&:£«6K:$S&T 

[0 0 3 5] 

So 

[0 0 3 6] 
[0 0 3 7] 
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[0 0 3 8] 

iittbtn y^#— *y y^«— *y y^v^^i/ 
mmit. M#mmmm*tt\i&&&ft&mw&&&£to&&to&ft~F* 15-4 

01Ctl6~9 6!|^!fT9„ %#fflrotp* pHtt3. 0 — 9. 0 JC««r*TS. P 
[0 0 3 9] 

Jg#-r§££ic&>f v^*ntf;i/-/3 -D-^tf-tf^* htf^ys/K (i ptg) 

££lZl$J>F-flsT9 V^m ( I A A) *fc#ifitc»inb'r : fej:v\, 
[0 0 4 0] 

CftMStlT^SRPMI 16 4 Oigife, E a g 1 e ©MEMi»ifi*fctt:3*ie> 
3 5~3 7TCT?3~7 HlfflffVV tt*tpft&IglCj£ Ct, *^V>ri/>. 
[0 0 4 1 ] 

lCfej8S*lTV*STNM-FHJ&Jfi [77-5>^i> (Phar.ingen) *±§g] , Sf900I 
ISFM [7>f7f^-/n^-X (Life Technologies) tfc(R] - ExCelUOO „ ExCe 
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11405 |>-r*l=&JRH jU*VJx.y*y-X ORB Biosciences) *±§g] ^#JS 

V>P>tl^o 25— 1 ~4 BtSfTV\ IfiFit+tt&gKJS 4*> 
# v>f */ >^a>ffi£4^ «:««lK:»iD b T % J: v% 0 
[0 0 4 2] 

ftsriajR-rs. 

[0 0 4 3] 

[0 0 4 4] 

Jro T =b$g^-T -5 i £ T fg * . 

lar Cloning, A laboratory manual Second edition, Cold Spring Harbor Lab 
oratory Press(1989) ) , PCRS (PCR ~fU hn-^/X(PCR Protocols) ,T# 
-5^^* . ^"l/^ (Academic Press) (1990) ) ft if 4*C RT(R 

com Te« P reture) -PCRIStt, ffiffiT?**;. I g AfgOWMtS^t 
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&V£2> a Mtftmzit. fch^£>$&jfilU ajfo#&igjKU ^-^^e>#glLfeR 

na^ *v3 (dD -f^^^-hi&Mwmmzm^T cDNAic^ibtt 

, ^mbfcVMnRN AtC^fjS-rS— ^©^-U=f5?^ K^-f V- &/§^T 

[0 0 4 5] 

tfU rf*? b^^- W>f7-l:bTH:, M£fi bfcVMiiRN A<Z>^gP£>l£SI2 
{W©&*®^JCra^5 7>^1z>;*^>fV-#&tf ^tlSo fc£U mRN 

[0 0 4 6] 

$?£LV^ i&mWiilVTlt. 15— 40mer LV*. 
[0 0 4 7] 

HilC7>ft>XRNA/DNA [fl^46, 681 (1991) > AJX'r 
# J UV- (Biotechnology) 9, 358 (1992) ) fcffl^T, D NACls^ti U < 
m R N A (Omm teWM* & Z. H IZ J: *J g fC©#83! £ * * 3 4: % T* £ & . 

7>ft>^RN A/DNAK«f&fflV%fe^5e5t< Z) ^©|(iftgii, 

10~50t&^©&MB#J&»CLT3*-y :J* * lxrfr^ KfcKff • W3KU £&ftlC 
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So 

[0 0 4 8] 

3 i: ic <fc U <z>^ a « ic^ff 5 ^ J 9 u - -f-^ifiW *Wa& ^ z> z. h tfT* % 2> 

[0 0 4 9] 
[0 0 5 0] 

( 1 ) KG-HBJfi*»fe©3KU (A) + RNA©J&# 
H h*^ft^^n>f KjWBS<*'C&&KG-l (ATCC CCL246 ) $/JI&Jfcjlil$lUO 

fe^l/y hi: LTIUiKl/fco [140mM Na 

CU 1.5aM MgCl 2 , lOmMhU^ (tKD^r^f^ T^**:/ (Tris) -HCl 
(PH8.5) , 0.5% y — TV V P-40] 2.8ml, 400«M/^ S?;i/iKB& U ^3* * l^^^" 
K^#0.2«l£^;tobT*±T?^31£fc^ l«l©S/att»«[ [140mM NaCl 
, 1.5mM MgCl 2> 10mM Tris-HCl (pH8.5) , 1%J—t**j hP-40, 24%*/3|i 
] ±lcMJfU 2r-e30,000rpi» , 30^^3§y£>bfeo R N A *<gti±M± mUC^ 
iSi;R/SM^®$£ C200mM Tris-HCl (pH7.5) . 25mMX^ l/> ^ >Eg^H^ 
hU^A (EDTA) , 300«M NaCl, 2 %9 U ;M9MH- h U #A (SDS) ] 
4al;J3J;tf> 10-g/al^n^-f 1fK$:200yti l&^iOb, 5 #f^Rj££1* 



09-3095321 



8-325752 



;i/tfcM£?T oTRNAS:IlIitXL/fe= RNA£j^?& [20mM Tris-HCl (pH7.5) , O.lmM 
EDTA, 0.1% SDS] 4.5mUC<fc<*§«?$-&£:^ 70^ T* 5 #fg#l!ll&^# b 
, 5M LiCl 0.5nlS:^JnLfe„ 2 *CT*8,000rpm „ lOftm&fo Lt=.%k. _t 

»$:70 , CT?5^^in^^b. mmmmmm [20mM Tris-HCl (pH7.5), 500mM 
LiCU O.lnM EDTA, 0.1% SDS] U dtd(T)-fe;i/n -X^J 

lC©-£fc 0 #^Afr&8NIJS*lfc»*«:* 701CT* 5 #iainf»«anfr U ^o-m 
#^AfC jKU(A) + RNA ©*m^@?glmlT**7A2:^L/ 

, 3e>iClS»M^«^1.5ml-e3llI, [20mM Tris-HCl ( P H7.5)T% 

lOOmM LiCU O.lmM EDTA] 1.5mlT? 5 MX 9 A U ?§mJB^«$[ [10m 
M Tris-HCl (pH7.5K O.lmM EDTA] 3 mlT^tfiSltT, tffV (A) + RNASrHJJR 
bfe. I^l/7h6ml (2g) <fc*;, 8 mg©^RN A ^d^^y (A) + 

RNA200yc*g£*§£o 

[0 0 5 1] 

(2) cDNA7^y7'J-ffl^ 
m<bnt=.tfV (A) + RN A40#g (40 1) IC, @g^J## 3 jC^bfe^U d(T)-Not 

I !7°^>f V- 8 a 1 (9.1me) . 5mM Tris-HCl (pH8.3) 32#1, MW^lZOfil 
*&Ua b fee DNA©-£f£lCo^T&. S^l/^y^-TS/yK- Ui?— ^ [Nu 
cleic Acids Res. ,12, 4539(1984)] |B^©^^tC <fc >J o 70'CeiO^^ini^ 
ftilMfrU 5 X^ls^lK&jSffittffflK C250mM Tris-HCl (pH8.3), 375mM KCl 
, 15mM MgCl 2 ] 64^1, 100mM tXU-f (DTT) 32/ttl, 20mM d N 

TP (dATP, dGTP, dTTP, dCTP) 8 /ilZ&ML. 37TCT2# 

T.h^y^V U'/^—if (SUPERSCRIPT RNase H" Reverse Transcriptase) (3f 
•fziWLV&M) 3,200 m&L (16a 1) £8$fln bT37TC T* 1 B#J^M/S£i±, cDNA 
$:^bfec rCDjKlS?SlC20«M dNTP 15 #1, 100mM DTT 60 #1. 15*M 
0 - — n^^T$ KS?*# b^^ 1 Kl6/tl, ^W*929^ lSr^SDb, 2 E 
. coliU#5l^ PT-i?H (^*gig*±§SD 32#^ (16 /tl) , DNAjKU*^- 
1?I (Sf@3ttt^) 256#^ (32 n 1) , ££tfE. coli DNAU #— if (S?@ig*fc 
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W£) 480#C^ (8#1) £MLT16TCT2B#f^jS:3-t!\ cDNA?:2*IlCb 
£:„ T4 DNAjKU *^-i?48#& (24/ttl) feSsflOU 16"CT* 5 #fSjKJ&£i*\ 5fc 
Sg&¥?ffl:U 200«M EDTA 2A/i lfcgsill LT701C T*10#iSMS LTjSJ&fc 

, $e>lCoi^y-;i/tfcM$:2lEl^y3gbT cDNA$r#|gbfeo dtf>2;fc^cD 
NASrTEjg©^ [10mM Tris-HCl (pH8.0) , lmM EDTA (pH8.0) ] 40 
tiUzmmtm. lOXUm&mfcl&mmmWL [500mM Tris-HC1( P H7.5) , lOOmM M 
gCl 2 . 10mM DTT. 1M NaCl , 0.1% Triton X-100 % O.lXtf 5/Jlil«fy > (B 
SA ) ] 60/t U jfc«*460#l«:*inU S & JCfWRSBRNot I <£$B3t*t«> 320 
m& (40 #1) «r*iDLT37TCT2I*ra-WWTKI»«, SblCNot I 192#^ (24/* 
1) £«siDLT37lCT? 1 B£imM£&^> 701C^3#iaflniRLT£j£&ffclLLfc. 7 

HJSfeyigL/T cDNA&*USbfc. 3© c D N A £ 5 ~30%©*/ aH^^IBT' 
24,000rpa T»24«riara^ObT, 6kbJ: *J *£VMB3h 2 ~ 6 kb<DH£\ 2 kb^^ 
©H*rK-e*l-£*X#W-fc. 2~6kb®#0.5/ig£Not I-EcoR VTf^JWfLfc.^* 
5 K^^^-pBluescript SK+ 0.5/**£:9>f -fl*— 2/h > L, *J^BDH10B (3f 
:/n*±§g) lzmA-tZ>Z.t.lZ£ U cDNA7>f^'J-^ibfe. 
[0 0 5 2] 

(3) KG-lcDNA7>f^7U-0#^n->©cDNA©SSIii?!l©^ 
373D N A 2/ - ^ a: > «9— S: M V^ T&5£ U fee &«@B?!J&5£ © ft W«« 

£ <fc - 3f > v - ft© # -f ^ 9 >f v - -b- * ;i/ 1/ - # x y t/ y ifvs 

Iz-^vf — y t/ 3 >(Dye primer cycle sequensing FS Ready Reaction) dp »y 
[0 0 5 3] 

mmmz fr^l^KIAAO2350)cDNA»T/i©#n->'ft 
(1) IgAWSS^^^l^^A^ejfil^^^O^RNA©^ 
IgAWfil«>Jft# 5 ^SA5£^b^*l^*l20ml-foSlfilU lOOOffi 



ffitE^ 5 ? 09-3095321 



>j$5£ 8 — 325752 



/mi^'j^th^^i (m^mmnm) 500 n\ ^tavrmm^nm 

mfo^^-ZflZ&ls. ^T3,300rpm , 15#H»'Mfc, &}fnMW-£j-£. bT 
-a- h$rgrj©M^^-^tC^bfco AGPCS CHI&£#9, 
1937, (1991)] ifeliRN AEURM^y hRNAeasy (QIAGEN*t§g) T'iRNAS: 

[0 0 5 4] 

(2) IgAW^B#^J:^) ^ ^A©aJ^iI^RNA$:Mv^fem^■T : >r 77l/>J/ 

u 5*«^7^i/t>f>^yfti/r*-b (j^T>Fnci:^-r) t-f3iM 

bkT^-^-fV-FCH (^S@B^I«IB^J##4 : Wrl-ftM 50aM) 
1 yttl2:j!jD^T70 , CT*10^^in^, t^^bfeo ^©7K2aU 5Xf«|i 
mfcf&FB&ffiWll n U lOOmM DTT 2 /tl> 10mM dNTPl/il, 3£if£¥^iStS 
UPERSCRIPT II RNase H~ Reverse Transcriptase (^r^nBRLtl^) 1^1 (20 
om&) ZWitiQl'Xm&ls. 25 , CT*10^r^ 42TCT*50#|g,KfS;£i±TcDNA£ 
#JfcU 90iCT*5^^iD^bT^$:^lf:$^:fe. CKD&JfrMlCT E^»?£80# 

[0 0 5 5] 

^bife#^©cDNAl/tltC, 3*^*14.7 /tl, lOXPCRffliftl ClOOm 
M Tris-HCl (pH8.8) , 500mM KCU 15mM MgClg, 1 % h 5>f h >X-100] 2 
#1 , 2.5mM dNTP0.8/tU 50yttMm)fc^i$y V-FCH 0.3/tl, 
ftSy^^rv-OPD-16 (mSI2#JMJ#I##5 : *s<U>1£m lOyttM) 1/tl, 
DNAjtfU^-ifGene Taq (~ y /J<> 2?- >ttSS> 5#^//ctl ) 0.2^ l£§S#n 
U -9— T/i/IM *^-tCizy h bfco 94TCT*3^^ 40^C T* 5 72TCT5 

1 -9">f bT27-9->f ?;1/,EJS£?TVV «^IC72TCT* 5 ^WSJ»S-frTPCR«: 

[0 0 5 6] 

#>5rC!)PCRS*S*4 AlJC«»*«&-9->^/I/ffl*»i (95%*;i/A7 ^ K> 0.1 
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2^^*n^*r<?*^b, 6%r* u;i/T^ k^;k isoov , 2. 5B£ISt*«^c 

*3ci&£fTofc= LTtt89mM Tris, 89«M/iN^^, 2mM ED 

TA£JB^£ 0 7;i/^n-f (*El/*:z^- • #>f *it£D £ 

#v%T«liC$»^©^;i/tf>m3fc&M5£U PCRT*ifiPIbfclST#£&ffk JtieL 
fee *tSA5#llCitlgcLT, IgAW3Sm#©a«5MT*^jibT®^lcminb 

^RNAi|j(#U raiRKl^-f 77 U>i/V)V • f*-r &£fTo 2^ 

(Dtj 7 r • x-7° i/>f iST £ %K:#9i*fc:«ii!#* e>*ifc$i200b 

[0 0 5 7] 

^J*Jffibfcy;i/©^l/4lC^7K38/i U 10XPCRffii®t5/tU 2.5mM d 

4 : i*-?-?^ -*tSS 34^M) 0.6 m 1, 10 till&Mzf^ >f T-OPD-16 (%|£BB$I tt 
@B#I##5) 2/tU DNA/KU *^-ifGene TaqO . 5 m 1 £ 8&#n U 94TCT*3^ra 

tiam&. 95^c-ei5#^ 4or;7?2^^, 72 , c-ei^^^e > ^sxss:i-^-r^;i/ 

£ UT30-9--f * ;i/£j£&f?V^ *^IC72TC Tf 5 #|(&Rj£31i:T P C R Srf? o fc„ 

S»tl7i;^-^nn*M (1 : 1) fflflju £ £>K:*na*;i/A 

->fy7$^7A/3-^ (24: 1) ffiffift :n#;/-/I/tfclft&U10/il 0TE 
[0 0 5 8] 

*t«»T#l ytil^PCR»r^^n-r.>^ffl/<^^-pT7BlueT-Vector (J XV 
:c>*£») l/tl&ffl'&U DNA^-f^f— >3>3f y h ver.l (SjgJttfcK) 

e>4tfn<Z>7j&lCt£oT^*^ KDNA&#«Lfe. r©^*^ KDNAO.SngS: 
jSHMclS/tUCtSJBU 10XPCRffl««*2.5/tl, 2.5-M dNTP2^1, 34m 
ftT>%--7 : 74 V-NC 0.3m U IOmM ttjft^9>f7-0PD-16 1/tl, DNAjK 

U*^— gGene Taq 0 . 5 /i 1 *fln U *#f*§®T>i 13 D£:#T*PCR£?? 
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[0 0 5 9] 

(3) mmmt ! c<D&2mm<D&& 

mer cycle sequensing FS Ready Reaction)3f V h<£>$fzjUC#£ 
#b*lfc&SfB#J»®I?!!## 1 ©DN Affi#J1076~1261#aiC*BM5Lfco 
^ ?> tl £ i&ffl2#I £ t&SSM-r - # - X GenBank £ Jt & b t CI 5 , ^^SSB 

C!)cDNA|i/ti:^f>tlfc„ fit', r0>&«@B#J£KG-lcDNA^>f y^U 
-rfi<Z)c DNAJagSffi^-^^-^fcJfc^bfefciS, »6r?-KIAA0235<Z> c D 
N AOttUBB^F©— aSh^JC— ItS^i: * *J, KIAA0235#I*AW&A#©B 
Jft«-e»3K3^_h#i-S«f«atfit : ? : T»*ifc«:Bv^L/fe. KIAA0235&, @B#J# 
#1 iC^Lfei ^lC5399b P ©SS JC8507 ^ 7 ®?fr*> 

>y— ^-f (ORF) ###bfc„ y^lB^JJC0V%TM^J# 

# 2 ^ b o K I AA0235© j&^®J#J & 5 s - * ^ - X Genbank/EMBL £ ifcg* bfet^ 
3, -STrsSMBi^Hifc^ il^Ifef© c D N AT-feS i t^fc^o fe„ 
t,tc. Z1GD cDNACORF^n- KtS7 5 ^ miB^J^^- # £Jfc&L 
$/atfS>atf/*X<i!>E$fi£HSrK:, #iEE&3fe<Z> hunchback® ^©mR 

h (Development ), 114, 221 (1992), irMCell), 80, 747 (1995)) (Z>7 

DN A>7 □->©tfi'X?#^StlTV>SKIAA0099 [DNA 'J if-^ (DNA Research), 2 

, 37 (1995)] ©oRF©r^ jmmnt^. 82% (Dmm&zmhx^fc* 

mmms fcl b©MJ^£<fct*&MI$T*©mA0235©,>-1f>^ny h 

$^T, H h©MJ3<fct^jS!^lCJ3^S«f^»^KIAA0235©mRNA©^ 
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[0 0 6 0] 

t h<D&Wffi<Z>mRN AZ^UvrJ y?hfe. 2 U - >9- V #t±<D7 J 
-Srffi^T, J — tfyzfuv MC<fc*J H h;g-j|Ij|itfJ<Z>KIAA0235(£>mRN A(D&m 
fc^ffil/fco 7-f^^-T'$S, • MTN --fuyh (Human MTN Blot 

) iz\*. &m. jb. mm. m. stm. »«fej:tF»wi©mRNA««^n 

V-^-f >^£*XTV^ 0 tai-V>-MTN •yn^hll (Human MTN Blot 

id ictt. mm. mm. mum. mm. mm. ^fc^tf^Mgaifo^ni 

La^Ha^P>H^Ml £|^*§ltCl,TEtf§L£:Poly(A) + RNA, KG-10poly(A) + R N A 
2 tig*TifU-*>f)],mis.foMh. 7>f;i/^-Biodyne A (7K-;i/tfc^) IC 
ig^b, ra^lC/-if>yn^/ hlC«fc >;KIAA0235CDmRN A©|63^$:^mbfcc 
^□-^tbt^MtSfeft, HJSMl ^^LfecDNAv^^^U-4 1 ©KIAA02 
35 c DN ASr-g-tf^^A^ O - >HA4677&Not I (^igiifttg) £Hind III 

(%.mm±m) -emmis. kiaao235 cMAmftzmm^fro zKaEr^ong^ [ a 

- 32 P] dCTPfc «fc tfBcaBESTv /< U > * h (S^frgf) £ /8 V%T 32 P^^ h £ 
[0 0 6 1] 

A>f #Vi?~$/3>?£ [50%ifc;i/Ay^ h\ 5XSSC, 5Xf>A^/h 

(0.1% b s a, oa%-74 0.1%/KU tf-;i/trn u K» , 0.25 

% SDS, lOOfie/mKom^mmmLt^^n ( 4 m*U>VT*WM&%itpT*& 
>^T^®^**T*^-rS3i:S:3|lI^yigL/T^ffi$-tir> A-f 
[0 0 6 2] 

:7^;i/#-£St*; HSU 0.1%SDSS:^tfl x S SC^-e^MT'lgi:^ It 
gfc^Lfe. ?g££TL<bT, $ £ IC mmm& ZWi VMV. 0.5%SDS 1 

x s s ctfn*i:%iSfcv*Lfetk 0.5% sds fc-g-tfo.ix s s c*i?5(rc-e 1 n£is 
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hi. ml mm. mm. mm. mitm. mm. mm. *»i3j:tf 

*«ejft3*CD"t^T©JB»K:«VxT, 5.5kb^J:tj:6.8kb©2S^©^$(DmRN 

KIA10235#*8^LTV*S£fc#«SSftfc. 

mt&M4 KIAA0235©RT-PCRCJ:«»3S<Z)#^tt©|ftffl 

2 e> n igA 5 m& & 5 m<z> e jfit#*» ^©^rn 

A 2 yciglCM LT — ^^cDNA-^fifedp y hSuperscript preampl if ication system 

|iSlft©»S[21^HC3jlS*399/e lS:*ljnbT^#€:420/t 1KIU *>0>lO/t* 1 

&«V*T, RT-PCRCJ: y#*t«WT^rK:^/S > r«mRN A©»3K*fe«ffib 
£:„ 1-&£>*n fijfil^— *IcDNA 10/tlJC3fc©*15.8*K 10XPCRMM 
ft4 ittl, 2.5mM dNTP 3.2^1, DM SO 2 /il, 10#M KIAA0235#M#T 
5'$ffe>* >^>f V- (B!#f##6) 2*tl, 10^M KIAA0235#M653'{WT>^ 
t>^^5>fy- (SJ#J#-^7) 2»U l#tfc/#lK:#JRLfcDNAjKy:*9- 
ifGene Taq 2 /e 1 & *JD U 97TC 5 U *tf»T? 5 #|!&#SIOfcfc, 94*C 

T*305#|SU 65TCT?1#RU 72T!T'2#ra;fr&fcSXg&l^>f *;i/fcbT281M 

^^/©PCRfijES&fTofc. 2%r#a-;*$*/i/*j!C»SMk o.oixiMA-^y- 

, mRNACS^Itlfe. 
[0 0 6 3] 

K3 -y >^fc: Kn^t-tf (G3PDH) atfirfJCo^T, gH^#-^8fe<k 



Jfi!I4#¥ 09-3095321 



#5j2 8-325752 



mmn&nmsmvw-izmzitmLfc. -e©^$:0 2tc^Lfe o lgA^m&m 

& «T* »&S#IC Jt^6 . CDKI AA0235 £ ^ L X V a -5 3 i: tffitfg $ tl £:„ 
[0 0 6 4] 
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[0 0 6 5] 

BB^J## : 1 
@S^Q©^c5 : 5399 

mam : 

m&K&MM : c DNA 
MM 

: K. h 
y : KG-1 

A GAA TTT TCA AAT CCT GAA ACT CAG AAT CTG GAT GCC ATG GAA CAA GTT 49 
Glu Phe Ser Asn Pro Glu Thr Gin Asn Leu Asp Ala Met Glu Gin Val 
15 10 15 

GGT CTG GAA TCC TTA CAG TTT GAC TAT CCT GGT AAT CAG GTA CCA ATG 97 
Gly Leu Glu Ser Leu Gin Phe Asp Tyr Pro Gly Asn Gin Val Pro Met 

20 25 30 

GAC TCT TCA GGA GCT ACT GTA GGC CTT TTT GAC TAC AAT TCC CAG CAG 145 
Asp Ser Ser Gly Ala Thr Val Gly Leu Phe Asp Tyr Asn Ser Gin Gin 

35 40 45 

CAG CTC TTT CAG AGG ACT AAT GCA CTA ACA GTT CAA CAG TTA ACT GCA 193 
Gin Leu Phe Gin Arg Thr Asn Ala Leu Thr Val Gin Gin Leu Thr Ala 

50 55 60 

GCT CAA CAG CAG CAA TAT GCA TTA GCA GCA GCT CAG CAG CCA CAT ATA 241 
Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala Ala Gin Gin Pro His He 
65 70 75 80 

GCT GGT GTA TTC TCA GCA GGC CTT GCT CCA GCT GCA TTT GTG CCA AAT 289 
Ala Gly Val Phe Ser Ala Gly Leu Ala Pro Ala Ala Phe Val Pro Asn 
85 90 95 

2 6 ffiIE#¥ 09-3095321 
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CCA TAC ATT ATT AGT GCT GCT CCT CCA GGG ACC GAT CCG TAT ACT GCA 337 

Pro Tyr He lie Ser Ala Ala Pro Pro Gly Thr Asp Pro Tyr Thr Ala 

100 105 110 

GCA GGA TTG GCT GCA GCA GCT ACA TTA GCA GGT CCA GCA GTG GTT CCA 385 

Ala Gly Leu Ala Ala Ala Ala Thr Leu Ala Gly Pro Ala Val Val Pro 

115 120 125 

CCT CAG TAT TAC GGC GTT CCA TGG GGG GTG TAT CCA GCC AAC TTA TTT 433 

Pro Gin Tyr Tyr Gly Val Pro Trp Gly Val Tyr Pro Ala Asn Leu Phe 

130 135 140 

CAG CAG CAA GCT GCA GCT GCG GCA AAT AAC ACA GCC AGT CAG CAA GCA 481 

Gin Gin Gin Ala Ala Ala Ala Ala Asn Asn Thr Ala Ser Gin Gin Ala 
145 150 155 160 

GCA TCA CAA GCT CAG CCT GGA CAG CAA CAG GTT CTC CGT GCT GGA GCA 529 

Ala Ser Gin Ala Gin Pro Gly Gin Gin Gin Val Leu Arg Ala Gly Ala 

165 170 175 

GGT CAG CGT CCT CTT ACT CCC AAT CAG GGT CAG CAA GGG CAG CAA GCA 577 

Gly Gin Arg Pro Leu Thr Pro Asn Gin Gly Gin Gin Gly Gin GlnAla 

180 185 190 

GAA TCA CTT GCG GCA GCT GCA GCA GCA AAT CCA ACA TTG GCT TTT GGT 625 

Glu Ser Leu Ala Ala Ala Ala Ala Ala Asn Pro Thr Leu Ala Phe Gly 

195 200 205 

CAG GGT CTT GCT ACT GGC ATG CCA GGC TAT CAA GTA CTA GCT CCA ACT 673 

Gin Gly Leu Ala Thr Gly Met Pro Gly Tyr Gin Val Leu Ala Pro Thr 

210 215 220 

GCC TAT TAT GAT CAG ACT GGT GCC TTA GTG GTT GGC CCT GGA GCA AGG 721 

Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val Val Gly Pro Gly Ala Arg 
225 230 235 240 

ACT GGC CTT GGA GCT CCA GTT CGG TTA ATG GCT CCA ACA CCT GTT TTA 769 

Thr Gly Leu Gly Ala Pro Val Arg Leu Met Ala Pro Thr Pro Val Leu 
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245 250 255 

ATT ACT TCA GCA GCA GCA CAA GCT GCA GCA GCA GCA GCA GCT GGA GGA 817 

He Ser Ser Ala Ala Ala Gin Ala Ala Ala Ala Ala Ala Ala Gly Gly 

260 265 270 

ACT GCA AGT AGC CTT ACA GGC AGC ACA AAT GGT CTG TTT CGG CCA ATT 865 

Thr Ala Ser Ser Leu Thr Gly Ser Thr Asn Gly Leu Phe Arg Pro He 

275 280 285 

GGC ACT CAG CCA CCA CAG CAG CAG CAA CAG CAG CCA AGC ACT AAT CTG 913 

Gly Thr Gin Pro Pro Gin Gin Gin Gin Gin Gin Pro Ser Thr Asn Leu 

290 295 300 

CAA TCT AAT TCA TTT TAT GGA AGC AGT TCT TTG ACT AAT AGC TCC CAG 961 

Gin Ser Asn Ser Phe Tyr Gly Ser Ser Ser Leu Thr Asn Ser Ser Gin 
305 310 315 320 

AGT AGT TCT TTA TTT TCT CAT GGA CCT GGT CAA CCT GGA AGT ACA TCT 1009 

Ser Ser Ser Leu Phe Ser His Gly Pro Gly Gin Pro Gly Ser Thr Ser 

325 330 335 

CTT GGC TTT GGA AGT GGT AAC TCT TTG GGT GCT GCT ATA GGC TCA GCC 1057 

Leu Gly Phe Gly Ser Gly Asn Ser Leu Gly Ala Ala He Gly Ser Ala 

340 345 350 

CTC AGT GGA TTT GGT TCA TCA GTT GGC AGT TCT GCA AGT AGT AGT GCC 1105 

Leu Ser Gly Phe Gly Ser Ser Val Gly Ser Ser Ala Ser Ser Ser Ala 

355 360 365 

ACA AGG AGA GAG TCT CTA TCT ACT AGC TCT GAC TTG TAC AAA AGA TCT 1153 

Thr Arg Arg Glu Ser Leu Ser Thr Ser Ser Asp Leu Tyr Lys Arg Ser 

370 375 380 

AGT AGC AGC CTA GCA CCC ATA GGG CAA CCA TTT TAC AAT AGT CTG GGA 1201 

Ser Ser Ser Leu Ala Pro lie Gly Gin Pro Phe Tyr Asn Ser Leu Gly 
385 390 395 400 

TTT TCC TCC TCT CCA AGT CCA ATA GGC ATG CCT CTG CCA AGC CAA ACT 1249 
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Phe Ser Ser Ser Pro Ser Pro lie Gly Met Pro Leu Pro Ser Gin Thr 

405 410 415 

CCA GGA CAT TCA CTT ACG CCA CCG CCA TCA CTT TCA TCA CAT GGA TCC 1297 
Pro Gly His Ser Leu Thr Pro Pro Pro Ser Leu Ser Ser His Gly Ser 

420 425 430 

TCA TCC AGT TTG CAT TTA GGA GGA CTG ACA AAT GGT AGT GGT CGA TAT 1345 
Ser Ser Ser Leu His Leu Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr 

435 440 445 

ATC TCT GCA GCA CCT GGA GCA GAA GCA AAA TAT CGA AGT GCT TCA AGC 1393 
He Ser Ala Ala Pro Gly Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser 

450 455 460 

ACT TCC AGT CTA TTT AGC TCC AGC AGC CAG CTC TTT CCT CCT TCC CGG 1441 
Thr Ser Ser Leu Phe Ser Ser Ser Ser Gin Leu Phe Pro Pro Ser Arg 
465 470 475 480 

CTT CGG TAT AAT AGG TCT GAT ATT ATG CCT TCT GGC CGC AGT AGA TTA 1489 
Leu Arg Tyr Asn Arg Ser Asp He Met Pro Ser Gly Arg Ser Arg Leu 

485 490 495 

TTG GAA GAT TTC AGA AAC AAC CGC TTC CCA AAC CTT CAG CTT AGA GAC 1537 
Leu Glu Asp Phe Arg Asn Asn Arg Phe Pro Asn Leu Gin Leu Arg Asp 

500 505 510 

TTG ATT GGA CAT ATA GTT GAG TTT TCT CAA GAC CAG CAT GGT TCT AGA 1585 
Leu He Gly His He Val Glu Phe Ser Gin Asp Gin His Gly Ser Arg 

515 520 525 

TTC ATA CAG CAA AAA CTA GAG AGA GCT ACT CCA GCT GAG CGA CAG ATG 1633 
Phe He Gin Gin Lys Leu Glu Arg Ala Thr Pro Ala Glu Arg Gin Met 

530 535 540 

GTA TTT AAT GAA ATT CTG CAA GCA GCC TAT CAA TTA ATG ACT GAT GTT 1681 
Val Phe Asn Glu He Leu Gin Ala Ala Tyr Gin Leu Met Thr Asp Val 
545 550 555 560 
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TTT GGC AAC TAT GTT ATA CAG AAG TTT TTT GAG TTT GGG AGT CTG GAT 1729 
Phe Gly Asn Tyr Val lie Gin Lys Phe Phe Glu Phe Gly Ser Leu Asp 

565 570 575 

CAA AAA TTA GCC CTG GCT ACT CGT ATT CGT GGT CAT GTT CTA CCC TTA 1777 
Gin Lys Leu Ala Leu Ala Thr Arg lie Arg Gly His Val Leu Pro Leu 

580 585 590 

GCC TTG CAG ATG TAT GGC TGC CGC GTT ATT CAG AAA GCA TTA GAA TCT 1825 
Ala Leu Gin Met Tyr Gly Cys Arg Val He Gin Lys Ala Leu Glu Ser 

595 600 605 

ATT TCT TCT GAC CAG CAG AGT GAA ATG GTA AAG GAG CTG GAT GGT CAT 1873 
He Ser Ser Asp Gin Gin Ser Glu Met Val Lys Glu Leu Asp Gly His 

610 615 620 

GTG CTC AAA TGT GTG AAA GAT CAG AAT GGA AAC CAT GTT GTA CAA AAA 1921 
Val Leu Lys Cys Val Lys Asp Gin Asn Gly Asn His Val Val Gin Lys 
625 630 635 640 

TGT ATC GAA TGT GTT CAG CCA CAG TCA CTA CAG TTC ATC ATT GAT GCT 1969 
Cys He Glu Cys Val Gin Pro Gin Ser Leu Gin Phe He He Asp Ala 

645 650 655 

TTC AAG GGA CAA GTA TTT GTG CTT TCA ACT CAT CCT TAT GGC TGC AGA 2017 
Phe Lys Gly Gin Val Phe Val Leu Ser Thr His Pro Tyr Gly Cys Arg 

660 665 670 

GTA ATT CAG CGC ATC CTA GAG CAT TGC ACT GCA GAA CAG ACC TTA CCT 2065 
Val He Gin Arg lie Leu Glu His Cys Thr Ala Glu Gin Thr Leu Pro 

675 680 685 

ATC TTA GAA GAA CTC CAC CAA CAT ACA GAG CAG TTG GTA CAG GAT CAG 2113 
He Leu Glu Glu Leu His Gin His Thr Glu Gin Leu Val Gin Asp Gin 

690 695 700 

TAT GGC AAT TAT GTT ATT CAG CAT GTA CTG GAA CAC GGT CGA CCT GAA 2161 
Tyr Gly Asn Tyr Val He Gin His Val Leu Glu His Gly Arg Pro Glu 
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705 710 715 720 

GAC AAG AGC AAA ATT GTT TCC GAA ATC AGG GGA AAG GTT TTA GCC CTG 2209 

Asp Lys Ser Lys He Val Ser Glu lie Arg Gly Lys Val Leu Ala Leu 

725 730 735 

AGT CAA CAC AAA TTT GCC AGC AAT GTA GTA GAA AAG TGT GTT ACT CAT 2257 
Ser Gin His Lys Phe Ala Ser Asn Val Val Glu Lys Cys Val Thr His 

740 745 750 

GCC TCC CGT GCT GAG AGA GCT TTA CTG ATT GAC GAG GTT TGC TGC CAG 2305 
Ala Ser Arg Ala Glu Arg Ala Leu Leu He Asp Glu Val Cys Cys Gin 

755 760 765 

AAT GAT GGT CCT CAC AGT GCC TTA TAC ACC ATG ATG AAG GAC CAG TAT 2353 
Asn Asp Gly Pro His Ser Ala Leu Tyr Thr Met Met Lys Asp Gin Tyr 

770 775 780 

GCC AAT TAC GTG GTT CAA AAG ATG ATT GAT ATG GCT GAA CCT GCT CAG 2401 
Ala Asn Tyr Val Val Gin Lys Met He Asp Met Ala Glu Pro Ala Gin 
785 790 795 800 

AGA AAG ATA ATC ATG CAC AAG ATT CGA CCT CAC ATT ACT ACT TTG CGC 2449 
Arg Lys He He Met His Lys He Arg Pro His He Thr Thr Leu Arg 

805 810 815 

AAA TAC ACA TAC GGG AAG CAT ATA CTG GCC. AAG TTG GAA AAG TAT TAT 2497 
Lys Tyr Thr Tyr Gly Lys His He Leu Ala Lys Leu Glu Lys Tyr Tyr 

820 825 830 

TTG AAG AAT AGC CCG GAC CTA GGA CCT ATT GGA GGA CCA CCA AAT GGA 2545 
Leu Lys Asn Ser Pro Asp Leu Gly Pro He Gly Gly Pro Pro Asn Gly 

835 840 845 

ATG CTG TAAATTACAG GAGCAAGAGA AAGAAGATAA TTTAACCATG TGAAAAGAAT 2601 
Met Leu 
850 

TTTTTTGTGC GTGAATTATC AAAACACAAC TCAACTATGA ATCTTCAATT TTTTTTTAAA 2661 
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GCAAAACTAT 


TTATTGACTT 


TATTCATCCA 


TTTGTAAATT 


TTTTAAGGTT 


CTTGTGTATA 


2771 


TTTGGGGGGT 


GGGGGATGAA 


TTATAAATTA 


TATTCAGCCC 


TGAGTGGAGA 


CCTATCAGAT 


2781 


TGGATTGCTG 


GCAAAGCACA 


GAATGCCTGT 


ATATGATGTA 


ACTGTATCAA 


AAATAAAAAG 


2841 


CTGTCACATA 


TTTTGTAAAT 


TTTTACCTTG 


TAAAGTCACA 


AAAATAGTTT 


TTAAAGGAAA 


2901 


AAGTACAGTA 


TTCTTTTAAT 


AAACTGGCTC 


ACAGTCTGGT 


AGGTCTACAA 


CCCCATAGCA 


2961 


CAACAGGTTT 


ATAGAGATGT 


ATATAGAATT 


ATAGTCCTTA 


TTTTTTTCCT 


TTGCGTGAAA 


3021 


CCTTTTATAA 


CAGATTAACA 


ATCAACTGCA 


TAAATATTAT 


TAATATTTTA 


AAAAGAGTTA 


3081 


AGTTGTATTT 


TGATAATTCA 


CAAACTATCA 


TGCAAATAAC 


GAGTAAGTAG 


ACAAGAATAA 


3141 


AGTGGTTTGA 


GATGAAAAGA 


ACCTAACATT 


ATTTACAGTA 


GATGTGGTTT 


TAATACAATT 


3201 


ACTGCCCTAA 


AATGTCTCTG 


GCAATGTACA 


GAAATATTGT 


ATATACTTAC 


ATATGTAATT 


3261 


GTTGTAAGAG 


TTAAATACAA 


AATCATGGTG 


ACACTTCCAA 


TTAAGTGCAC 


TAAATGAAAA 


3321 


GTTAAGTCAC 


TTATTAACTT 


TTCAGTTTGG 


TTTGCAATGA 


GAAAGAGTGG 


AAATTTGTAT 


3381 


TTTGTTTTGC 


TTATAGAATT 


ACAGACATGT 


TGAGGAAGTG 


TTGAGCTTTA 


TTTTGCTTTT 


3441 


TCATAGAGGC 


AGAAAGTAGG 


AACCAGATAG 


AGATGAAAAG 


GGGCCACTGA 


AAAGTGAATT 


3501 


TGATAGCTCA 


GCATTTAAGC 


ATGATTACAT 


ATTCAGATAG 


CTCTTTTTGC 


TTTCTATAAA 


3561 


TATATGCATT 


GTGTGTGTAG 


TAATAGATGT 


AAGTTTACAC 


TTTGAAAGGA 


AATCTTGTTT 


3621 


CAATGTTTAT 


TATAAAAGCC 


TTGCTAATTT 


AGTAGTGATG 


CTTTCCTTGG 


TTGTACAGGT 


3681 


GTACATTTGT 


AAACCTTCAT 


GCTGTAAATG 


GAATTTGTTT 


TATCTCTTTG 


GGATACATTT 


3741 


GCATTTTAGT 


GTACATTTAC 


GTCCCTGCCC 


TCTTTGACCT 


GGCAATATAG 


TGTTGTATAA 


3801 


TGTAAATTTA 


TTTCTCCAAA 


TCGAGAGTGA 


TTTTTTAAAA 


ATTTTTTATC 


TTTATATGGT 


3861 


TTCAGAAGTA 


TGAACCAGCT 


TTCTTTTTAT 


TATTGTGAGA 


TCATTTTGTT 


TTATAACATA 


3921 


GTTGTTGACT 


GTTAATATGG 


ACCTGCTAGA 


ATTTGGATCA 


CTTTCAATTG 


AAGTCAGGGT 


3981 


ATTGTGCATA 


ATAGAAAGTA 


TTGGACTGAG 


ATATTTGGTT 


ACCATGGAGG 


CCAATGCTTT 


4041 


TTTCATCTTA 


TTAAATGTGA 


TGTGACTTTT 


TTCTTTGTAC 


AGAAGAGTAC 


TGTATTTTTG 


4101 


AATAGCCTAC 


TCCCAAGTAA 


GAGCAAATCT 


GTATGATAAC 


ATTTTTTCCT 


CTGGACATAA 


4161 


GACATAACAG 


TAACACGATG 


TACATTTACA 


AGCGGCCTTA 


TGTACATTTC 


CCAACAATCT 


4221 


TTTTAAGGCA 


AAATTGTGAC 


CATATGTGTA 


TAATTAAAAT 


CGTTTTTAAT 


CCTTTGCCTA 


4281 


TGAAAATATT 


TTGGAAAAAA 


ACTTGCTGTG 


TATATTCAGT 


TTCTGAAAGA 


TAAAGAAAGT 


4341 


GCTTTGTATT 


TTGTTGAAGT 


CAGTATTTTG 


TATAAACATT 


TATGTTGACC 


CACTTATGTT 


4401 
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CAGTGCTGAA 


AACTAAAATG 


AACATGCTAT 


TCTGTCAGCT GAATATGGAA 


GAGATCTTTT 


4461 


TTTACTAGAG 


ATCTGCAGAA 


GAAACGCAAT 


CTTCTGAGCA CAATATGGAA 


TCTAAAGGTT 4521 


TTATCACTTA 


GTTGTTCATA 


TTATGAACCT 


AAAAATAATG GCATAAAGTT 


TGGGGATGCC 4581 


AGGCATACTT 


TTTCATGTTT 


GGTGTTGAGT 


TATTTTACTT TTCTAACCCA 


ACATTCCTTG 


4641 


GTGAGACCAT 


TAAATCCAAA 


CACTTGTCAC 


CGTTCCTTCT CATAGTCACT 


CTGGGTCATC 


4701 


AGCATGTCCC 


AGTCACTGCA 


GCAACGCCTT 


GTGTTTGTTT CATTTTTTTA 


AAACCCACAC 4761 


AAAGCCGCTG 


TCTCACTTTT 


TCCTACTTTA 


CCAACCTCAG AGTATTTCGG 


CCCGTATCGA 


4821 


ACTTTTGTTC 


TCAGTATCAG 


CCCATGGTTT 


CAGGATCAAA GCTGTCATGT 


TGGAGATTGG 


4881 


TAATGGCTTT 


CCTGTCTTTG 


TACAGTTGAA 


TTCCTAGTCT TCCTTCATCC 


TTGCCCTCTG 


4941 


TTGGCACAGG 


CATTATCTCT 


GCAATTTTAG 


AAAATGACAA GTAGAGAATA 


CTACATTGAG 


5001 


AAACTAAACC 


CTCTTCTTGG 


GGTCCTGATA 


CTCATTCCCA TTTGTCCCAG 


TGCTGACAAC 


5061 


CCAATCTTCC 


CAATACTTTC 


AGGCCTGCTC 


TACAAAAGTA CCTGTTCTTG 


TAGAAATTTT 5121 


ACAGTCTGCC 


ATTTTGGGTG 


CCCACCCCAA 


TTTTTACCTT TTAGTAAGTT 


GGCATGAAAT 


5181 


TTTGGTAAAA 


TCTGAAAATC 


ACATTTCAGA 


ATAAAACAAT TGGGCAAAAC 


TACCTAGGCT 


5241 


TTACTCTTGA 


GTGTCTCCTT 


TTGATAGGGA 


TTGTTTCTGG ACCAGTTTGT 


CTAAGTCCTG 


5301 


GCTCTTATTG 


GTTCATATGA 


AATAATGTTA 


ACTTCACTTC TTTGTATATT 


ATGTATAAAT 


5361 


TAGAAAATGA 


AAAATGTGTG 


AATAACATTG 


TATGAAAT 




5399 


[0 0 6 6] 












2 












: 850 











ir;i/^-f y : kg-1 

Glu Phe Ser Asn Pro Gin Thr Gin Asn Leu Asp Ala Met Glu Gin Val 

15 10 15 

Gly Leu Glu Ser Leu Gin Phe Asp Tyr Pro Gly Asn Gin Val Pro Met 
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20 25 30 

Asp Ser Ser Gly Ala Thr Val Gly Leu Phe Asp Tyr Asn Ser Gin Gin 

35 40 45 

Gin Leu Phe Gin Arg Thr Asn Ala Leu Thr Val Gin Gin Leu Thr Ala 

50 55 60 

Ala Gin Gin Gin Gin Tyr Ala Leu Ala Ala Ala Gin Gin Pro His He 
65 70 75 80 

Ala Gly Val Phe Ser Ala Gly Leu Ala Pro Ala Ala Phe Val Pro Asn 

85 90 95 

Pro Tyr He lie Ser Ala Ala Pro Pro Gly Thr Asp Pro Tyr Thr Ala 

100 105 110 

Ala Gly Leu Ala Ala Ala Ala Thr Leu Ala Gly Pro Ala Val Val Pro 

115 120 125 

Pro Gin Tyr Tyr Gly Val Pro Trp Gly Val Tyr Pro Ala Asn Leu Phe 

130 135 140 

Gin Gin Gin Ala Ala Ala Ala Ala Asn Asn Thr Ala Ser Gin Gin Ala 
145 150 155 160 

Ala Ser Gin Ala Gin Pro Gly Gin Gin Gin Val Leu Arg Ala Gly Ala 

165 170 175 

Gly Gin Arg Pro Leu Thr Pro Asn Gin Gly Gin Gin Gly Gin Gin Ala 

180 185 190 

Glu Ser Leu Ala Ala Ala Ala Ala Ala Asn Pro Thr Leu Ala Phe Gly 

195 200 205 

Gin Gly Leu Ala Thr Gly Met Pro Gly Tyr Gin Val Leu Ala Pro Thr 

210 215 220 

Ala Tyr Tyr Asp Gin Thr Gly Ala Leu Val Val Gly Pro Gly Ala Arg 
225 230 235 240 

Thr Gly Leu Gly Ala Pro Val Arg Leu Met Ala Pro Thr Pro Val Leu 
245 250 255 
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He Ser Ser Ala Ala Ala Gin Ala Ala Ala Ala Ala Ala Ala Gly Gly 

260 265 270 

Thr Ala Ser Ser Leu Thr Gly Ser Thr Asn Gly Leu Phe Arg Pro He 

275 280 285 

Gly Thr Gin Pro Pro Gin Gin Gin Gin Gin Gin Pro Ser Thr Asn Leu 

290 295 300 

Gin Ser Asn Ser Phe Tyr Gly Ser Ser Ser Leu Thr Asn Ser Ser Gin 
305 310 315 320 

Ser Ser Ser Leu Phe Ser His Gly Pro Gly Gin Pro Gly Ser Thr Ser 

325 330 335 

Leu Gly Phe Gly Ser Gly Asn Ser Leu Gly Ala Ala He Gly Ser Ala 

340 345 350 

Leu Ser Gly Phe Gly Ser Ser Val Gly Ser Ser Ala Ser Ser Ser Ala 

355 360 365 

Thr Arg Arg Glu Ser Leu Ser Thr Ser Ser Asp Leu Tyr Lys Arg Ser 

370 375 380 

Ser Ser Ser Leu Ala Pro He Gly Gin Pro Phe Tyr Asn Ser Leu Gly 
385 390 395 400 

Phe Ser Ser Ser Pro Ser Pro He Gly Met Pro Leu Pro Ser Gin Thr 

405 410 415 

Pro Gly His Ser Leu Thr Pro Pro Pro Ser Leu Ser Ser His Gly Ser 

420 425 430 

Ser Ser Ser Leu His Leu Gly Gly Leu Thr Asn Gly Ser Gly Arg Tyr 

435 440 445 

He Ser Ala Ala Pro Gly Ala Glu Ala Lys Tyr Arg Ser Ala Ser Ser 

450 455 460 

Thr Ser Ser Leu Phe Ser Ser Ser Ser Gin Leu Phe Pro Pro Ser Arg 
465 470 475 480 

Leu Arg Tyr Asn Arg Ser Asp lie Met Pro Ser Gly Arg Ser Arg Leu 
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485 490 495 

Leu Glu Asp Phe Arg Asn Asn Arg Phe Pro Asn Leu Gin Leu Arg Asp 

500 505 510 

Leu He Gly His lie Val Glu Phe Ser Gin Asp Gin His Gly Ser Arg 

515 520 525 

Phe He Gin Gin Lys Leu Glu Arg Ala Thr Pro Ala Glu Arg Gin Met 

530 535 540 

Val Phe Asn Glu He Leu Gin Ala Ala Tyr Gin Leu Met Thr Asp Val 
545 550 555 560 

Phe Gly Asn Tyr Val He Gin Lys Phe Phe Glu Phe Gly Ser Leu Asp 

565 570 575 

Gin Lys Leu Ala Leu Ala Thr Arg He Arg Gly His Val Leu Pro Leu 

580 585 590 

Ala Leu Gin Met Tyr Gly Cys Arg Val He Gin Lys Ala Leu Glu Ser 

595 600 605 

lie Ser Ser Asp Gin Gin Ser Glu Met Val Lys Glu Leu Asp Gly His 

610 615 620 

Val Leu Lys Cys Val Lys Asp Gin Asn Gly Asn His Val Val Gin Lys 
625 630 635 640 
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Cys He Glu Cys Val Gin Pro Gin Ser Leu Gin Phe He He Asp Ala 

645 650 655 

Phe Lys Gly Gin Val Phe Val Leu Ser Thr His Pro Tyr Gly Cys Arg 

660 665 670 

Val He Gin Arg He Leu Glu His Cys Thr Ala Glu Gin Thr Leu Pro 

675 680 685 

He Leu Glu Glu Leu His Gin His Thr Glu Gin Leu Val Gin Asp Gin 

690 695 700 

Tyr Gly Asn Tyr Val lie Gin His Val Leu Glu His Gly Arg Pro Glu 
705 710 715 720 

Asp Lys Ser Lys He Val Ser Glu He Arg Gly Lys Val Leu Ala Leu 

725 730 735 

Ser Gin His Lys Phe Ala Ser Asn Val Val Glu Lys Cys Val Thr His 

740 745 750 

Ala Ser Arg Ala Glu Arg Ala Leu Leu He Asp Glu Val Cys Cys Gin 

755 760 765 

Asn Asp Gly Pro His Ser Ala Leu Tyr Thr Met Met Lys Asp Gin Tyr 

770 775 780 

Ala Asn Tyr Val Val Gin Lys Met He Asp Met Ala Glu Pro Ala Gin 
785 790 795 800 

Arg Lys He He Met His Lys He Arg Pro His He Thr Thr Leu Arg 

805 810 815 

Lys Tyr Thr Tyr Gly Lys His He Leu Ala Lys Leu Glu Lys Tyr Tyr 

820 825 830 

Leu Lys Asn Ser Pro Asp Leu Gly Pro He Gly Gly Pro Pro Asn Gly 
835 840 845 

Met Leu 
850 
[0 0 6 7] 
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: 3 

MM : 50 

mwvm : mm 
mv>m : -** 

mmvmm : ^dna 

CTCTAGAGGC GGCCGCTTTT XTTTTTTTTT xxTTTTTTTT 

[0 0 6 8] 
@B#J## : 4 
BI!I©I$ : 17 

: mm 

mam : 

mmomm momm. ^dna 
mm 

GTTTTTTTTT TTTTTTC 

[0 0 6 9] 
SH^J## : 5 

mmo-&-z : 10 
bh^jcdm : mm 

: fS©m ^DNA 

AGGGCGTAAG 
[0 0 7 0] 
®#J## : 6 

mrn<D^ : 22 

3 8 



TTTTTTTTTT 50 



17 



10 
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mm<om : mm 
mom : 

GCATGCCTAT TGGACTTGGG GA 

[0 0 7 1] 
SI#J## : 7 
fg#j©S£ : 24 

: 

GTTGGCAGTT CTGCAAGTAG TAGT 

[0 0 7 2] 
®J3«# : 8 
K#J©«3 : 22 
mWOM : tfttt 
: -#it 

@e#i©a3i : momm. mdna 

CCCATCACCA TCTTCCAGGA GC 

[0 0 7 3] 
Si*0#-£ : 9 
ffi#l©*3 : 26 

bb^kdm : mm 



24 



22 
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m^iamm : ti&ornm. ^dna 
mm 

TTCACCACCT TCTTGATGTC ATCATA 26 

2fcmni. 3«#&i^ 4«jffai % sawf, 6tt&*L 7&ig&, 8^m©#r 

na, B©itt5R«Qj4i«, 2tt*», 3tt/M&, 4kfc#pjL 5tt»jR, 6»«T 
fi^L 7ttj»jR, 8 iifl©#R N A S: 5; M 7 ;H - ot- h 5 i?^- 
^7T*I)5 0 CiZHhffiMmT*<D%<DT% 1 teHeLa. 2 i±KG-l©#M^© R 

NA0-7-*-0ffittTf»y, _fc**S>9.5kb, 7.5kb, 4.4kb, 2.4kb, 1.35kb£^ 
■To 

RT-PCR07MD^^-^-t*0tffi^^s o 1 -5tt«gA5fl 
©fijfil^ 6 -10&IgAW^B#5Mtf>fijfil^lCc^T©RT- PCR. C&sft 

0235 cDNA<Difi!gflT^r*^^*tlfey^^^ K £-5=->^ V- V K Itfto P 
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[02] 



C 123456789 10 




2 
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mm 

i g ATOJS#ajfii35ii«ky#iBanfe«fa«eK. mm&mz 
a & <fc tc m-t a . 



1 
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i&.ffix\*mffi] 
i&&x\*&m 



000001029 

^SP^HKA^BI 1 T S 6 # 1 # 



596175810 

^***35*rff$cilP 1 5 3 2-3 

*lfA 
100106574 

*jRi5^BgKA#BT 1 T S 6 # 1 -*§• 



1 
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m m a m m m m. 



[000001029] 
1 . B 1 9 9 0^ 8M 6H 

ft m *&»^ftffll2:*#l>riTB6#l# 



1 
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(5 9 6 1 7 5 8 1 0) 
1 . ^M^B B 1 9 9 6^12^ 50 

& m ^mm^mw^mi 532-3 



2 
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